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IN THE n afmc. 

Please cancel claims 97 and 175 without prejudice. 
substitut e and add the following claims: 



wheremxisnothingorisasequencerecognizedbvanRNA ™i 

40. (Five Times Amended) An oligonucleotide for use in amplify™ 
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a second oligonucleotide of from 22 to 100 nucleotide bases in length and comprising 
the nucleotide base sequence of xGCCGTCACCCCACCAACAAGCT (SEQ ID NO: 22) or 
xGGGATAAGCCTGGGAAACTGGGTCTAATACC (SEQ ID NO: 2), wherein x is nothing or is 
a sequence recognized by an RNA polymerase. 

42. (Six Times Amended) A kit for use in amplifying and detecting 
Mycobacterium tuberculosis nucleic acid, said kit containing: 

a first oligonucleotide of from 23 to 1 00 nucleotide bases in length and comprising the 
nucleotide base sequence of SEQ ID NO: 8; and 

a second oligonucleotide of from 20 to 100 nucleotide bases in length and comprising 
the nucleotide base sequence of xCCAGGCCACTTCCGCTAACC (SEQ ID NO: 23) or 
xCGCGGAACAGGCTAAACCGCACGC (SEQ ID NO: 7), wherein x is nothing or is a sequence 
recognized by an RNA polymerase. 



49. (Four Times Amended) The kit of claim 48 further comprising a third 
oligonucleotide having a 3' end which is unmodified, wherein said third oligonucleotide is from 20 
to 100 nucleotide bases in length and comprises the nucleotide base sequence of 
xCCAGGCCACTTCCGCTAACC (SEQ ID NO: 23) or xCGCGGAACAGGCTAAACCGCACGC 
(SEQ ID NO: 7), wherein x is nothing or is a sequence recognized by an RNA polymerase, and 
wherein the nucleotide base sequences of said second and third oligonucleotides are different. 



67. (Four Times Amended) A primer oligonucleotide up to 1 00 nucleotide bases 
in length which hybridizes to a nucleotide base sequence region present in Mycobacterium 
tuberculosis nucleic acid under amplification reaction conditions, wherein the nucleotide base 
sequence of said region is selected from the group consisting of the nucleotide base sequences of SEQ 
ID NO: 22, the RNA equivalent thereof, and sequences of the same length and fully complementary 
thereto, and wherein said primer oligonucleotide includes an at least 10 contiguous nucleotide base 
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sequence which is folly complementary to an at least 10 contiguous nucleotide base sequence 
contained within said region. 

68. (Three Times Amended) The primer oligonucleotide of claim 67, said primer 
oligonucleotide being from 15 to 50 nucleotide bases in length. 

69. (ThrekTimes Amended) The primer oligonucleotide of claim 67, said primer 
oligonucleotide comprising th\ nucleotide base sequence of SEQ ID NO: 22 or a sequence of the 
same length and fully complementary thereto. 

70. (Four Times Amended) The primer oligonucleotide of claim 67, wherein the 
nucleotide base sequence of said primer oligonucleotide consists of or is contained within the 
nucleotide base sequence of SEQ IdVo: 22 or a sequence of the same length and fully 
complementary thereto. \ 

72. (Four Times Amended) The primer oligonucleotide of claim 7 1 , said primer 
oligonucleotide comprising the nucleotide base sequence of SEQ ID NO: 1. 

73 . (Four Times Amended) The primer oligonucleotide of claim 7 1 , wherein the 
nucleotide base sequence of said primer oligonucleotide consists of or is contained within the 
nucleotide base sequence of SEQ ID NO: 1. 

75 . (Four Times Amended) A composition for use in amplifying Mycobacterium 
tuberculosis nucleic acid, said composition comprising: 

a first primer oligonucleotide consisting of an oligonucleotide up to 100 nucleotide 
bases in length which hybridizes to a first nucleotide base sequence region present in Mycobacterium 
tuberculosis nucleic acid under amplification reaction conditions, wherein the nucleotide base 
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sequence of said first region is selected from the group consisting of the nucleotide base sequences 
of SEQ ID NO:23, the RNA equivalent thereof, and sequences of the same length and fully 
complementary thereto, and wherein said first primer oligonucleotide includes an at least 10 
contiguous nucleotide base sequence which is fully complementary to an at least 10 contiguous 
nucleotide base sequence contained within said first region; and 

a second primer oligonucleotide consisting of an oligonucleotide up to 100 nucleotide 
bases in length which hybridizes to a second nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid under amplification reaction conditions, wherein the 
nucleotide base sequence of said second region is selected from the group consisting of the nucleotide 
base sequences of SEQ ID NO: 7, the RNA equivalent thereof, and sequences of the same length and 
fully complementary thereto, and wherein said second primer oligonucleotide includes an at least 10 
contiguous nucleotide base sequence which is fully complementary to an at least 10 contiguous 
nucleotide base sequence contained within said second region. 



79. (Five Times Amended) The composition of claim 75 further comprising a 
hybridization probe of from 10 to 100 nucleotide bases in length which hybridizes with specificity to 
at least 10 contiguous bases of a third nucleotide base sequence region present in Mycobacterium 
tuberculosis nucleic acid to form a detectable duplex under reaction conditions, wherein the 
nucleotide base sequence of said third region is selected from the group consisting of the nucleotide 
base sequences of SEQ ID NO: 8, the RNA equivalent thereof, and sequences of the same length and 
fully complementary thereto. 



80. (Wiree Times Amended) The composition of claim 79, wherein said probe 
composes the nucleotide bW sequence of SEQ ID NO: 8 or a sequence of the same length and fully 
complementary thereto. \ 
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84. (Four Times Amended) A composition for use in amplifying Mycobacterium 
tuberculosis nucleic acid, said composition comprising first and second primer oligonucleotides, each 
of said primer oligonucleotides being up to 100 nucleotide bases in length, 

wherein said first primer oligonucleotide hybridizes to a first nucleotide base sequence 
region present in Mycobacterium tuberculosis nucleic acid under amplification reaction conditions, 
and wherein the nucleotide base sequence of said first region is selected from the group consisting 
of the nucleotide base sequences of SEQ ID NO: 22, the RNA equivalent thereof, and sequences of 
the same length and fully complementary thereto, and wherein said first primer oligonucleotide 
includes an at least 10 contiguous nucleotide base sequence which is fully complementary to an at 
least 10 contiguous nucleotide base sequence contained within said first region, and 

wherein said second primer oligonucleotide hybridizes to a second nucleotide base 
sequence region present in Mycobacterium tuberculosis nucleic acid under amplification reaction 
conditions, and wherein the nucleotide base sequence of said second region is selected from the group 
consisting of the nucleotide base sequences of SEQ ID NO: 2, the RNA equivalent thereof, and 
sequences of the same length and fully complementary thereto, and wherein said second primer 
oligonucleotide includes an at least 10 contiguous nucleotide base sequence which is fully 
complementary to an at least 10 contiguous nucleotide base sequence contained within said second 
region. 



89. (Three Times Amended) The composition of claim 84 or 86 further 
comprising a hybridization probe of from 10 to 100 nucleotide bases in length which hybridizes with 
specificity to at least 10 contiguous bases of a third nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid to form a detectable duplex under reaction conditions, 
wherein the nucleotide base sequence of said third region is selected from the group consisting of the 
nucleotide base sequences of SEQ ID NO: 3, the RNA equivalent thereof, and sequences of the same 
length and fully complementary thereto. 
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90. (TWice Amended) The composition of claim 89, wherein said probe comprises 
the nucleotide base sequence of SEQ ID NO: 3 or a sequence of the same length and fully 
complementary thereto. 



96. (Three Times Amended) A probe mix comprising: 
a hybridization probe of from 10 to 100 nucleotide bases in length which hybridizes 
with specificity to at least 10 contiguous bases of a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid to form a detectable hybridization duplex under reaction 
conditions, wherein the nucleotide base sequence of said region is selected from the group consisting 
of the nucleotide base sequences of SEQ ID NO: 8, the RNA equivalent thereof, and sequences of 
the same length and fully complementary thereto; and 

a helper oligonucleotide consisting essentially of a nucleic acid sequence selected from 
the group consisting of SEQ ID NO: 9 and SEQ ID NO: 10. 



98. (Twice Amended) A probe mix comprising: 

a hybridization probe of from 10 to 100 nucleotide bases in length which hybridizes 
with specificity to at least 10 contiguous bases of a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid to form a detectable hybridization duplex under reaction 
conditions, wherein the nucleotide base sequence of said region is selected from the group consisting 
of the nucleotide base sequences of SEQ ID NO: 3, the RNA equivalent thereof, and sequences of 
the same length and fully complementary thereto; and 

a helper oligonucleotide. 




100. (Four Times Amended) A kit for use in amplifying Mycobacterium 
tuberculosis nucleic acid, said kit containing: 

a first oligonucleotide comprising the nucleotide base sequence of 
xCCAGGCCACTTCCGCTAACC (SEQ ID NO: 23); and 
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a second oligonucleotide comprising the nucleotide base sequence of 
xCGCGGAACAGGCTAAACCGCACGC (SEQ ID NO: 7), 

wherein x is nothing or is a sequence recognized by an RNA polymerase. 

101. (Four Times Amended) A composition for use in detecting the presence of 
Mycobacterium tuberculosis in a sample, said composition comprising: 

a) a hybridization probe of from 1 0 to 1 00 nucleotide bases in length comprising 
a nucleotide base sequence which hybridizes with specificity to at least 1 0 contiguous bases of a first 
nucleotide base sequence region present in Mycobacterium tuberculosis nucleic acid, wherein the 
nucleotide base sequence of said first region is selected from the group consisting of the nucleotide 
base sequences of SEQ ID NO: 3 and SEQ ID NO: 8, the RNA equivalents thereof, and sequences 
of the same length and fully complementary thereto; and 

b) a primer oligonucleotide of from 1 0 to 100 nucleotide bases in length which 
hybridizes to a second nucleotide base sequence region present in Mycobacterium tuberculosis 
nucleic acid under amplification reaction conditions, wherein the nucleotide base sequence of said 
second region is selected from the group consisting of the nucleotide base sequences of SEQ ID NO: 
2, SEQ ID NO: 7, SEQ ID NO: 22 and SEQ ID NO: 23, the RNA equivalents thereof, and sequences 
of the same length and fully complementary thereto. 



143. (Three Times Amended) An oligonucleotide for use in amplifying 
Mycobacterium tuberculosis nucleic acid, said oligonucleotide being from 20 to 100 nucleotide bases 
in length and comprising the nucleotide base sequence of xCCAGGCCACTTCCGCTAACC (SEQ 
ID NO: 23) or a sequence of the same length and fully complementary thereto, wherein x is nothing 
or a sequence recognized by an RNA polymerase. 
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145. (Three Times Amended) A composition comprising: 
a first oligonucleotide having a 3' end which is not modified to reduce or block 
extension of said first oligonucleotide by a polymerase; and 

a second oligonucleotide having a 3' end which is modified to reduce or block 
extension of said second oligonucleotide by a polymerase, wherein each of said first and second 
oligonucleotides comprises a nucleotide base sequence selected from the group consisting of the 
nucleotide base sequences of xCCAGGCCACTTCCGCTAACC (SEQ ID NO: 23), 
xCGCGGAACAGGCTAAACCGCACGC (SEQ ID NO: 7), and sequences of the same length and 
fully complementary thereto, wherein x is nothing or a sequence recognized by an RNA polymerase. 

1 47. (Three Times Amended) A primer oligonucleotide up to 1 00 nucleotide bases 
in length which hybridizes to a nucleotide base sequence region present in Mycobacterium 
tuberculosis nucleic acid under amplification reaction conditions, wherein the nucleotide base 
sequence of said region is selected from the group consisting of the nucleotide base sequences of SEQ 
ID NO: 23, the RNA equivalent thereof, and sequences of the same length and fully complementary 
thereto, and wherein said primer oligonucleotide includes an at least 10 contiguous nucleotide base 
sequence which is fully complementary to an at least 10 contiguous nucleotide base sequence 
contained within said region. 



149. (Twice Amended) The primer oligonucleotide of claim 147, wherein said 
primer oligonucleotide is from 20 to 100 nucleotide bases in length. 

150. (Twice Amended) The primer oligonucleotide of claim 69, wherein said 
primer oligonucleotide is from 22 to 100 nucleotide bases in length. 
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151. (Three Tiriies Amended) The primer oligonucleotide of claim 1 47, wherein said 
'primer oligonucleotide comprises tiie nucleotide base sequence of SEQ ID NO: 23 or a sequence of 
the same length and fully complementary thereto. 



152. (Three Times Amended) The primer oligonucleotide of claim 147, wherein the 
nucleotide base sequence of said primW oligonucleotide consists of or is contained within the 
nucleotide base sequence of SEQ ID^O: 23 or a sequence of the same length and fully 
complementary thereto. 



157. (Twice Amended) The composition of claim 1 0 1 further comprising a helper 
oligonucleotide comprising a nucleotide base sequence selected from the group consisting of the 
nucleotide base sequences of SEQ ID NO: 4, SEQ ID NO: 5, SEQ ID NO: 9 and SEQ ID NO: 1 0, 
and sequences of the same length and fully complementary thereto. 

158. (Twice Amended) A kit comprising a primer oligonucleotide up to 100 
nucleotide bases in length which hybridizes to a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid under amplification reaction conditions, wherein the 
nucleotide base sequence of said region is selected from the group consisting of the nucleotide base 
sequences of SEQ ID NO: 22 and SEQ ID NO: 23, the RNA equivalents thereof, and sequences of 
the same length and fully complementary thereto, and wherein said oligonucleotide primer includes 
an at least 10 contiguous nucleotide base sequence which is fully complementary to an at least 10 
contiguous nucleotide base sequence contained within said region. 



1 59. (Twice Amended) A composition comprising a specifically detectable nucleic 
acid hybrid formed under reaction conditions between a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid, or a sequence of the same length and fully complementary 
thereto, and a hybridization probe of from 10 to 100 nucleotide bases in length comprising a 
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nucleotide base sequence which hybridizes with specificity to at least 10 contiguous bases of said 
region, or a sequence of the same length and fully complementary thereto, wherein the nucleotide 
base sequence of said region is selected from the group consisting of the nucleotide base sequences 
of SEQ ID NO: 3, the RNA equivalent thereof, and sequences of the same length and fully 
complementary thereto. 

160. (Twice Amended) A composition for use in detecting the presence of 
Mycobacterium tuberculosis in a sample, said composition comprising: 

a) a hybridization probe of from 1 0 to 1 00 nucleotide bases in length comprising 
a nucleotide base sequence which hybridizes with specificity to at least 10 contiguous bases of a first 
nucleotide base sequence region present in Mycobacterium tuberculosis nucleic acid under reaction 
conditions, wherein the nucleotide base sequence of said first region is selected from the group 
consisting of the nucleotide base sequences of SEQ ID NO: 3, the RNA equivalent thereof, and 
sequences of the same length and fully complementary thereto; and 

b) a primer oligonucleotide of from 1 0 to 1 00 nucleotide bases in length which 
hybridizes to a second nucleotide base sequence region present in Mycobacterium tuberculosis 
nucleic acid under amplification reaction conditions, wherein the nucleotide base sequence of said 
second region is selected from the group consisting the nucleotide base sequences of SEQ ID NO: 
22 and SEQ ID NO: 2, the RNA equivalents thereof, and sequences of the same length and fully 
complementary thereto. 

161. (Twice Amended) The composition of claim 1 60 further comprising a helper 
oligonucleotide comprising a nucleotide base sequence selected from the group consisting of the 
nucleotide base sequences of SEQ ID NO: 4 and SEQ ID NO: 5, and sequences of the same length 
and fully complementary thereto. 
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162. (Twice Amended) A kit comprising a primer oligonucleotide up to 100 
nucleotide bases in length which hybridizes to a first nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid under amplification reaction conditions, wherein the 
nucleotide base sequence of said first region is selected from the group consisting of the nucleotide 
base sequences of SEQ ID NO: 22, the RNA equivalent thereof, and sequences of the same length 
and fully complementary thereto, and wherein said primer oligonucleotide includes an at least 10 
contiguous nucleotide base sequence which is fully complementary to an at least 10 contiguous^ 
nucleotide base sequence contained within said first region. 

1 63 . (Twice Amended) A composition comprising a specifically detectable nucleic 
acid hybrid formed under reaction coVditiopsietween a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic aeifo, or a sequence of the same length and fully complementary 
thereto, and a hybridization prob/of ff&m lb to 100 nucleotide bases in length comprising a 
nucleotide base sequence which ijybridizesVth specificity to at least 10 contiguous bases of said 
region, or a sequence of the same^ngjh^d folly complementary thereto, wherein the nucleotide 
base sequence of said region is selected from theVoup consisting of the nucleotide base sequences 
of SEQ ID NO: 3, the RNA equivalent thereofXand sequences of the same length and fully 
complementary thereto. 

164. (Twice Amended) A composition for use in detecting the presence of 
Mycobacterium tuberculosis in a sample, said composition comprising: 

a) a hybridization probe of from 1 0 to 1 00 nucleotide bases in length comprising 
a nucleotide base sequence which hybridizes with specificity to at least 10 contiguous bases of a first 
nucleotide base sequence region present in Mycobacterium tuberculosis nucleic acid under reaction 
conditions, wherein the nucleotide base sequence of said first region is selected from the group 
consisting of the nucleotide base sequences of SEQ ID NO: 8, the RNA equivalent thereof, and 
sequences of the same length and fully complementary thereto; and 
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b) a primer oligonucleotide of from 1 0 to 1 00 nucleotide bases in length which 
hybridizes to a second nucleotide base sequence region present in Mycobacterium tuberculosis 
nucleic acid under amplification reaction conditions, wherein the nucleotide base sequence of said 
second region is selected from the group consisting of the nucleotide base sequences of SEQ ID NO: 
23 and SEQ ID NO: 7, the RNA equivalents thereof, and sequences of the same length and fully 
complementary thereto. 



1 65. (Twice Amended) The composition of claim 1 64 further comprising a helper 
oligonucleotide comprising a nucleotide base sequence selected from the group consisting the 
nucleotide base sequences of SEQ ID NO: 9 and SEQ ID NO: 10, and sequences of the same length 
and fully complementary thereto. 



166. (Twice Amended) A kit comprising a primer oligonucleotide up to 100 
nucleotide bases in length which hybridizes to a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid under amplification reaction conditions, wherein the 
nucleotide base sequence of said region is selected from the group consisting of the nucleotide base 
sequences of SEQ ID NO: 23, the RNA equivalent thereof, and sequences of the same length and 
fully complementary thereto, and wherein said primer oligonucleotide includes an at least 10 
contiguous nucleotide base sequence which is fully complementary to an at least 10 contiguous 
nucleotide base sequence contained within said region. 



1 67. (Twice Amended) A composition comprising a specifically detectable nucleic 
acid hybrid formed under reaction conditions between a nucleotide base sequence region present in 
Mycobacterium tuberculosis nucleic acid, or a sequence of the same length and fully complementary 
thereto, and a hybridization probe at least 10 nucleotide bases in length, wherein the entire nucleotide 
base sequence of said probe hybridizes with specificity to said region, or the sequence perfectly 
complementary thereto, and wherein the nucleotide base sequence of said region is selected from the 
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group consisting of me nuc.eo.ide base sequences of SEQ ,D NO: 8, the RNA eo.uiva.en, .hereof 
and sequences of the same length and fully complement .hereto. 

168. (Twice Amended) The ki. of claim 41 further comprising . helper 
ohgonucieotide comprising a nucleotide base sequence se.ec.ed ftom me group consisting 
nucleotide base sequences of SEQ n> NO: 4 and SEQ ,D NO: 5, and sequences of me same .ength 
and fully complementary thereto. 

169. (Twice Amended) The ki. of claim 42 ftrmer comprising a helper 
oligonucleotide comprising a nucleotide base sequence selected from .he group consisting of .he 
nucleotide base sequences of SEQ ID NO- 9 and <5FO m wn.m a 

V U< y ma btQ ID N0: 1 °> sequences of the same length 
and fully complementary thereto. 



173. fended) The Id. of claim 162 further comprising a second primer 
ohgonuCeotide up .„ ,00 nuc.eo.ide bases in lengm which hybrids ,„ a second nucleotide ^ 

^^H^^ ^^'on present in Mycobacterium tuberculosis nucleic acid under amplification reaction 
conations, wherein the nucleotide base sequence of said second region is selected from the group 
_g of the nucleotide base sequences of SEQ ,D NO: 2, the RNA equivalent thereof and 
sequences of the same ,ength and fully complementary thereto, and wherein said second primer 
ohgonucleotide includes an a, ,eas. ,0 contiguous nucleotide base sequence which is fully 
complementary .o an a. leas. !0 contiguous nucleotide base sequence contained within said second 



174. (Amended)Theki«ofclaiml66,wherein m e„ucle„tidebasese q uenceofsa i d 
regton ,s the nucleotide base sequence of SEQ ID NO: 23 or a sequence of the same lengti, and fldly 
complementary thereto. 
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1 76. (Amended) A hybridization probe of from 1 0 to 1 00 nucleotide bases in length 
comprising a nucleotide base sequence which hybridizes with specificity to at least 10 contiguous 
bases of a nucleotide base sequence region present in Mycobacterium tuberculosis nucleic acid under 
reaction conditions, wherein the nucleotide base sequence of said region is selected from the group 
consisting of the nucleotide base sequences of SEQ ID NO: 3, the RNA equivalent thereof, and 
sequences of the same length and fully complementary thereto. 

177. (Amended) A hybridization probe at least 10 nucleotide bases in length, 
wherein the entire nucleotide base sequence of said probe hybridizes with specificity to a nucleotide 
base sequence region present in Mycobacterium tuberculosis nucleic acid under reaction conditions, 
wherein the nucleotide base sequence of said region is selected from the group consisting of the 
nucleotide base sequences of SEQ ID NO: 8, the RNA equivalent thereof, and sequences of the same 
length and fully complementary thereto. 



1 78. (New) An oligonucleotide at least 20 bases in length, wherein the nucleotide 
base sequence of said oligonucleotide consists of or is contained within the nucleotide base sequence 
xCGCGGAACAGGCTAAACCGCACGC (SEQ ID NO: 7) or a sequence of the same length and 
fully complementary thereto, wherein x is nothing or a sequence recognized by an RNA polymerase. 

1 79. (New) A kit comprising a primer oligonucleotide at least 1 0 nucleotide bases 
in length, wherein the entire nucleotide base sequence of said primer hybridizes to a nucleotide base 
sequence region present in Mycobacterium tuberculosis nucleic acid under amplification reaction 
conditions, wherein the nucleotide base sequence of said region is selected from the group of 
nucleotide base sequences of SEQ ID NO: 7, the RNA equivalent thereof, and sequences of the same 
length and fully complementary thereto. 
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